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One Health Relevance

The spread of resistant bacteria and resistance determinants within and between people, domestic animals and the environment needs to be addressed while combating antimicrobial
resistance. Staphylococcus sciuri group — a zoonotic, opportunistic and pathogenic bacteria, can be isolated from the environment, animals and humans and are known reservoirs
of resistance genes that are transferable to other pathogenic bacteria that circulate within the different ecological niches. This necessitates the need for an integrated and holistic
multisectoral One Health approach in the management of this group of bacteria while addressing AMR.



